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From the Editors

Dear Members,

The year 2016 has been eventful for ®SI till April. The first issue of the Newsletter of
2016 brought you articles on various meetings, workshops and celebration of The
Proteomics Day. This issue of the Newsletter elaborates on the mini-symposium on
Metabolomics held in NCCS, Pune and the annual meeting of The Association for
Research in Vision and Ophthalmology in Seattle, Washington.

December would bring more excitements of Proteomics and Metabolomics activities. The
website is launched for the 8th Annual Meeting of the Proteomics Society, India (PSI)
combined with the 3@ meeting of Asia Oceania Agricultural Proteomics Organization
(A0APO) and International Conference on Functional and Interaction Proteomics,
Application in Food < Health, New Delhi December 14-17, 2016. This meeting would
also be associated with a Indo-US workshop and three different hands-on workshops in

an around Delhi.
We would all looR forward towards a tremendous success of the meetings.

With Best Wishes

Editors

®S:  Please send your contributions for the News Letter to
abhijit.chakrabarti@saha.ac.in
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\
“am . From the President, PSI

Dear Members,

We started the year with a bang with several local meetings in the first
quarter of the year. Midyear has been again busy with planning for the
upcoming 8* Annual meeting of the Society in New Delhi. Dr. Subhra
ChaRraborty and her team have put together an intellectual feast for us. The
front page summarizes what you should be expecting this December.
Students in particular must take advantage of the Education Day program
and the specialized workshops.

Journal of Proteins and Proteomics (JPP), the official journal of the Society,
is on schedule with the efforts of the Chief Editor of Dr. Suman Kundu.

Members are requested to visit the journal website www.jpp.org.in and

contribute manuscripts of their research work to our own journal.

We encourage PSI members from University Colleges to come forward to
host/organize smaller events in their Institutions. PSI will support your
activities with some financial aid as well as resource persons to conduct
lectures/demonstrations.

We look forward to meeting you in Delhi in December.

With Best Wishes

Dr. SureRha Zingde
(sureRha.zingde@gmail.com)



http://www.jpp.org.in/
mailto:surekha.zingde@gmail.com

Proteomic Society, India (PSI)

Members of PSI Executive Council

President: Dr. Surekha Zingde

Vice President: Dr. Abhijit Chakrabarti
Vice President: Dr. Utpal Tatu
Secretary:Dr. Shantanu Sengupta
Treasurer: Dr. Rakesh Mishra

Jt Secretary: Dr. Subhra Chakraborty
Jt Secretary: Dr. Mahesh Kulkarni
Members: Dr. Ravi Sirdeshmukh

Dr.
Dr.
Dr.
Dr.
Dr.
Dr.
Dr.
Dr.
Dr.
Dr.
Dr.
Dr.
Dr.

M A Vijayalakshmi
Arun Bandyopadhyay
K Dharmalingam
Niranjan Chakraborty
Amol Suryawanshi

T. S. Keshava Prasad
Suman S. Thakur
Harsha Gowda
Suman Kundu
Sanjeeva Srivastava
Rapole Srikanth

A shok Mohanty
Sharmila Chattopadhya




Meeting reports

ARVO 2016. Research:A Vision for Hope
May1-5, 2016. Seattle, Washington, USA

The annual meeting of The Association for Research in Vision and Ophthalmology,
abbreviated as ARVO, is one of those extra-large meetings with more than 8000 people
attending the conference for 4 to7 days. This year the meeting was held | Seattle, Washington.

Participants who are interested in eye science and research from all over the world attended
this meeting. Apart from the conference itself, workshops and education programs preceded
the meeting. This is truly a marathon event since even trying to absorb the contents of
sessions of your interest could be taxing. The sessions were parallel and more than one topic
of interest was discussed at the same time in multiple locations located in different buildings.
The poster sessions were manageable since one has time to talk to the people concerned and
the posters were left for reasonably long duration. This meeting serves another, perhaps more
important, purpose of networking among interested participants. Particularly younger
investigators have plenty to gain from this meeting. One can definitely benefitted if he or she
works out in advance the sessions to attend and the posters to see. Homework is the key
word.

Many new and emerging technologies were discussed. Genome editing is one such major
attraction since correction of one of the eye disorders using this technology and a clinical trial
Is also underway. Proteomics also was discussed in many sessions as a new avenue of
exploration in eye research. Some of the award lectures were outstanding and discussed path
breaking research by young investigators.

One clear a shortcoming is the selection of abstracts for oral presentation. Certain amount of
arbitrariness in the decision can be seen clearly. Perhaps this is unavoidable because there is
no hard and fast rule to discriminate abstracts for poster vs oral presentation. A good number
of Indian researchers attended the meeting. In my view this meeting is an eye opener for me
since the sheer amount of information disseminated in these five days is tremendous.

K.Dharmalingam
Aravind Medical Research Foundation,
Madurai- 625020




Mini Symposium on Metabolomics and

Volatomics towards disease markers

Wew
May 16, 2016 Science brings Europe I N DIGO

and India closer

NCC:

The mini symposium ohMetabolomics and Volatomics towards disease markers" was orgarded at

Convener: Dr. Srikanth Rapole, Scientist,

Proteomics Lab, NCCS, Pune.

National Centre for Cell Science, Pune on 16th May 20Miéis event was funded by New INDIGO

program of the Department of Biotechnology.
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The symposium was formally inaugurateddyy Shekhar Mande, Director NCCSit

was followed by a wetime address byDr. Surekha Zingde,
President, ProteomicsSociety, India. She highlighted the
necessity of having lecture workshop on Metabolomics

Volatomics, where the current status in the field could e“\\\ :

shared with the new researchers andthey getaoportunity to

meet and discuss with experts in the field.




On behalf of NCCS Pune and the organipersSrikanth Rapole, Convener of the mini symposium,

welcomed the eminent speakers, authorities and the delegates of the symposium and briefed the

importance of Metabolomics and Volatomics field and idea behind organizing this eMenéxplained
that the symposium was arranged to highlight the concaptl scope of metabolomics the students
and faculty from research and academic institutionsie discgsed about the advances in mass
spectrometry technology and how it enabled researchers to identify thousands of metabolites with hi
accuracy in a single experimentMetabolomics and Volatomics approashenable the discovery of

metabolic signatures forarious diseases using namvasive sampling methodologies.
This was followed by 14 lectures arranged in four sessions.

Sessiontda Sl 02f 2YAOE ¢241 NRA . A2f 2hi chhired bPprSSorikhay A
Zingde & Dr. Anjali Shiras.
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The opening talk bpr. HarshaGowda>X FNRBY Ly aidAddziS 2F . A2Ay T2 N.Tl"l- ¥

FYR GFNBSGSR YSiloz2t2YA0a (2 ARSYGAFTe oA2Yl
impressive as he discussédw the advent of mass spectromgtibased metabolomics has enabled

identification and quantitation of metabolites in a higiroughput manner andhese studies can be

carried out by employing both targeted and untargeted approaches which are useful to understahd

disease mechanisms and iddéy biomarkers.

tKS aSO2yR Glf1 WLRSYy(GATeAy3a YSilusiggfah wSargefdd N§ S |

YSil o2t 2 YA Oapr. shhdtahiBdngipgtaQinsttdte of Genomics and Integrative Biology, New
Delhi, was highly informativeHe discused on theearly detection of coronary artery disease (CAD), the
largest cause of mortality and morbidity in developing countries using an untargattdbolomics
approach Using the untargeted metabolomic approach 32 candidate metabolites wiertified that
daK2g | f GSNBR t S@St a Hawepotentid asldlsedske ®afk@erQa LI I a Yl |




¢tKS GKANR GFf 1 Wheabolring detwsrksA nfodulatingNButiiéhe response and

AYYdzyAle Ay LXFYGQ 61 & RSbrisébkaBakraborty, National ynatituteINJ

of Plant Genome Research, New Deler work elaborated on how the protemetabolomic approach
was usedto determine the cellular circuitry that operates in plant immunity during fungal diseasq.
Oxalic acid, a small moleculaeight metabolite, was recognized as a food toxin which plays dual role |
fungal pathogenicity in a concentration dependent mannerhe role of acid homeostasis and the

translational and metabolic reprogramming during Hoost resistance was revealed.

{SdaA2Yy LLY d&aSil o2t 2éWds Okaired HDr. Myst 8. @rishnasaktéy & DA a § |

Shantanu Sengupta.
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CANRG dFf1 2F (GKS aSO2yR aSaairzy WENIyaoONRLI|zY

RS@St 2 LIYSy (i Dk YtpahThth, Indian In§lituté & Science, Bangalore was highly educative];
Dr. Tatuexplaired how the malarial parasite responds to stress during its growth. Global profiling ¢f

gene expression, proteomic and metabolomic profiling together revealed a nktebtranscription

factors, their targets and specific metabolites being activated and/or upregulated upon redox strefs.

The study was useful in understanding the intricate biology of parasite life cycle.

Next, Dr. Sanjeeva Srivastava, Indian Institute ofTechnology Bombay, Mumbai presentedis work
SYiAGt SR Q/ 2YLI NI GABS LINRPGS2YAO | savwere\eShirts @f2
Malaria patients for identification of potential prognostic serum biomarkers and understanding

pathobiology of disas€Qd He explained howserum samples from patients across different endemic

2Y

regions of India were examined using quantitative proteomics platforms like DIGE and iTRAQ afd a

metabolomics approach usingIMS to identify markers of disease severity.

Third pesentation was byr. Sharmistha Banerjee2 Y W! YRSNA Gl yYRAY 3 Y& 020
Mycobacterial L+ O21FfAGA2Yy GKNRdzZAK O2YLI N GAQDS LINRG

Sciences, University of Hyderabad, Hyderabddk. Sharmistha preséed her work with focus on
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proteomic and metabolomics analysia deciphering the coalition between two major human
pathogens: Mycobacterium tuberculosis (the tuberculosis causing bacteria) andSHéé¢laborated on
the use of proteomics to understandeéhmolecular events involved and identify differentially regulated

proteins during mycobacterifdlV ceinfection.

C2dzNI K LINBaSyidlraazy Ay aSO2yR aSaaizy Syiaad
LI GASyGa G RAI 3y 2aAisadelivere® byl Rahjan Wahda, (iThBslationaSHeltR
Group, InternationalCenter for Genetic Engineering and Biotechnology, New Deélhiexplained how
infection induced metabolic alterations may reflect in host biofluid metabolic phenotypeferentid

analyses of deregulated urine metabolites and exhaled breath volatile organic compounds of TALtive

gl

and NonTB subjects at diagnosis and during therapeutic intervention were discussed. Long term gc:]

his work is to develop an easy to use point ofecAB screening tools in eNOSE format and to identi

important host metabolites that could be useful as candidates for TB adjunct therapy.

{SdaA2y LLLY daSial 62f 2 YA Was climifed By Dt Sulthia EBakraborti &DK
Mohana Krishna Rely.

In third sessionpr. R. Srinivas, senior faculty from Indian Institute of Chemical Technology (IICT

of
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| @RSNI 6FRX LINBaSyiuSR KAA @2N] SydaAaAdtSR Wiw [}«

disease and type 2 diabetes in south Indian patieristwork revealed that lower vitamin D levels

were linked with metabolic diseases like type 1 diabetes, obesity, insulin resistance, cardiovasc

Lilar

diseases, and cancer. Patient sample analyses carried out using LC/APCI/HRMS approach tedetgrmin

levels of six vitamin D metabolites revealed association of vitamin D and metabolites with type

diabetes and coronary artery disease.
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{ SO2y R G f] Ay 0 KAMBRMS &tGdies an2 yiethy@tédl and tAGR progh@ts lo
metabolites: Candidated A 2 YI NJ SNRA 2 F RA | ®5$ BrabKakarglhdi@n IRs®iterod S
Chemical Technology, Hyderabadie described use of the mass spectrometry techniques to stud

Advanced Glycation End (AGES) products of metabolites at protein/DNA kwal;ses of methylated
8
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metabolites, characterization of all possible mono, dimethylated amino acids and betaines for
generation of biomarker were the highlights of the talke also stated the future plan for generation of

database for methylated molecules.

bSEG 6+ & | GSNE AYUNRIdzAYy3I G ] SYyiAadt SR Yba
dzy RSNR G YRAY 3 27T DR Koaél SHautiury, Ldbian Kngtitug BfeT€chnodlédgy Kharagpur,
Kharagpur. She elucidated the current status imetabolomic inestigations involmng two
complementary tools- NMR and chromatographic separation (gas chromatography or liquifl
chromatography) followed by mass spectrometilass spectrometry was more sensitive and NMR was
more robust and reproducible, and can be ugedanalyze intact biofluids with little or no sample
preparation. She explained that Carr Purcell Meiboom Gill (CPMG) pulse sequence was used] for
suppression of resonances from higiolecular weight species, facilitating the observation of low
molecular v6 A 3K YSGlro2tAGSa o6Xmpnni5F0 FYyR K2g §K)
LI §K2LJKeaAz2t238 YR O0A2YIFINJSNE ARSYOGAFAOIGAZ2Y 2

The last talk inthe third session was delivered . Soumen Kanti Manna from Sahalnstitute of
Nuclear Physics, Kolkatd. A & G f 1 SyidAdf SR WwWaSil eadratatiodBow P E|
targeted and untargeted metabolic profiling contributes in identifying potential biomarkers fof
exposure, diseases and disorder&dvancesr chromatography and mass spectrometry have enableg
an ever richer view of the biochemical landscape largely unexplored sél@atalked about application

of metabolomics in liver diseases, colorectal cancer, lung cancer and breast cancer and fjow
unprejudiced knowledge of chemistry can help in unriiimg novel metabolites and metabolic

pathways.

{SaaA2Yy LY GaSilo2f2YA0& 39+ @dskhaidDPOR SrifivARDINR J &

Sanjeeva Srivastava.

The first presentation of fourth sessiory'dl A iinfeStiBatio# of metabolomidipidomic and volatomic
FfGSNIGA2Yya G261 NRa LGSy (D ISrfkanth Ragols, | NiitiorialNZentrel fgr NJ
Cell Science, Punedis work encompassed comparative analyses of the metabolome in Braaser
study. He talked aboutomparative analyses of normal, benign and malignant serum, urine and tissfe
samples for a better understanding of the molecular events in tumor developm&nalysis of serum
and tissue samples was done usingM®& and G®/S platforms. For phospholipid profiling, lipids were
analysed by in house MRM based approach using AB Sciex 4000 QIWRARIECHe also talked about

the development of urinarymetabolomics biosignatures of breast cancer patients and healthy
9




individuak (control group) and to explore the VOMs as potential biomarkers in breast cancer diagnd

at an early stage.

Wt 2GSy GALE 2F &l t Abasivedbeofiligiradyisodriination M Tadce@limiiaryy
a0dzRASE& o A0K 0 NSOy brillorge K. . Perdiry, Wniverbity & $MatRiI@Q, Portugal was

second presentation irthe fourth session. He talked about saliva volatomic
having a remarkable potential for the naenvasive characterization of canc
development. His work involved useof dynamic headspace solid pha
microextraction (HSPME) followed by Gas Chromatography coupled to
Spectrometry (G®AS) for screening of saliva samples from breast and I@ihg

cancer patients.

¢KS frad Garft] 2F GKS Rmdetdngdh ¥ 0 SR 08. OB A yrirant ¥ |

Sukul, Rostock University Medical Center, Germaitie presented data of ho

different breathing patterns are obtained with changes in postures and for
respiratory manoeuvres in spontaneously breathinealthy human subjects t
induce physiological effects onto the composition of exhaled bredtte also
talked about how advanced redime massspectrometric techniques such as
SIFIMS, and different PTFRIS in association with online exalal (alveola)
sampling have significantly lowered many confounding factors like

environmental, dietary intake or bacterial emission and clinical contaminations that are contributing

VOC patterns equally as pathophysiological conditions or biological processes.

Owerall, all the scientific talks of symposium were highly informative and motivating for the participan
Young scientist®r. Amol Suryawanshi from Institute of Life Science®r. Jagadeshwar Reddy from
Central Drug Research Institut®r. Mohana Krishna Reddy from Indian Institute of Chemical
Technology also actively participated.he event was formally concluded by vote of thanks fidm

Jyoti Rao, Scientist, NCCS.
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Upcoming Events

8th Annual Meeting of the Proteomics Society, India (PSI), combined with
the 39 meeting of Asia Oceania Agricultural Proteomics Organization
(AOAPO) and International Conference on Functional and Interaction
Proteomics, Application in Food & Health, New Delhi December 14-17, 2016.

WWW.psiaoapo2016.org

Registration is ongoing and abstract submission deadline is 30" Sep. 2016

MEMBERS DO HURRY UP AND REGISTER!!!

Proteomics Society, India
Registered under Andhra Pradesh Societies Registration Act. (35/2001)
(Regd. No. 286/2009)
proteomicsociety@ccmb.res.in
ww w.psindia.org
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